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Introductlon Protein aggregation represents probably the most common and troubling manifestation of protein instability. Shelf life of

therapeutic proteins is particularly impaired by aggregation, which can occur almost in all phases of protein drug development. Administration
of protein aggregates may lead to reduced pharmacological activity and adverse drug reactions. Thus, prediction of protein aggregation is of
major interest for pharmaceutical industry. Existing sequence based bioinformatic tools are barely able to predict the aggregation behavior of
therapeutic proteins. To implement new approaches for this, detailed analysis of protein aggregation, its underlying mechanisms and its

kinetics is necessary.
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